Animal ID:

Animal Name:

NLIS Visual No/RFID:

LEJ23U137
WALLAWONG UNIVERSAL U137PY

=

Angus Australia
REGISTRATION CERTIFICATE

USA17038724 BASIN PAYWEIGHT 1682PY

USA18962396 POSS MAVERICKPY

USA18348384 POSS PRIDE 5163*

: Sire:  DXTR725 TEXAS ICEMAN R725PY
Register: HBR
WHHE10 BANGADANG WESTERN EXPRESS E108Y
Sex: Male
DXTH647 TEXAS UNDINE H647°PY
Date of Birth: 05-SEP-2023 DXTZ183 TEXAS UNDINE Z183PV
Colour: BLACK

NAQD145 ARDROSSAN MODEST D145V
TFAF72 LANDFALL MODEST F72E

Breed Percentage: AA 100%

Genetic Conditions: AMFU,CAFU,DDFU,NHFU
TFAD71 LANDFALL D715

Owner: QWW Wallangra Pastoral Co 100% WKHT35 KOOJAN HILLS T35%
TWCX32 WOODBOURN ALICE X327%

TWCM22+92 WOODBOURN ALICE M22+92*#

Mid February 2026 TransTasman Angus Cattle Evaluation

TACE Calving Ease Growth Maternal Fertility
2™ | cepir | CEDIS | 6L BW 200  400Day 600 Mwt MBC = MCH Milk g:ﬁ;g Sgg;a'
EBV = +82  +6.1 6.0 +1.2 +35 +67 +85 +54 | +0.22  +86 +16 3.4 418

Acc 67% 57% 83% 82% 83% 82% 82% 79% 63% 71% 75% 43% 80%

TACE Temp Carcase Feed Structural Indexes
1051 % A Carcase : Foot

o ... Docility Weight EMA Rib Fat Rump Fat  RBY IMF NFI-F . Claw Set Angle Leg Angle $A $A-L
EBV +17 +55 +7.3 +5.7 +8.4 -0.6 +0.8 +0.30 +1.08 +0.84 +1.10 $166 $279 Date Issued:
Acc 7% 73% 73% 72% 73% 63% 7% 66% 66% 66% 64% - - 14-Feb-2026

Traits Observed: Genomics
Statistics: Number of Herds: 0 Prog Analysed: O

The Angus Society of Australia Limited assures that information contained in this certificate was compiled from records held in our national database at the time of printing, as obtained b [
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Notice from breeder supplied records. Whilst every effort is made to ensure the accuracy of this information, the Angus Society of Australia Limited, its officers and employees, assume no \i CQCLmMr;!h?{ 10, A;"x f
responsibility for its content, use or interpretation. S g 2
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EXPLANATION OF GENETIC CONDITION CODES

The genetic condition codes indicate the status of an animal for genetic conditions or traits monitored by
Angus Australia.

Arthrogryposis Multiplex

Contractural Arachnodacty!

Developmental Duplication

Neuropathic Hydrocephalus

Dwarfism

Alpha Mannosidosis

Oculocutaneous Hypopigmentation

Osteopetrosis

Red Gene

Muscular Hypertrophy (Myostatin)

Free

Carrier

Free Untested

Carrier

For each condition, the status of the animal will display as follows:

Indicates that the sample submitted for the animal has been tested and
found to be free of the causative mutation responsible for the condition.
This animal is homozygous free,

Indicates that the sample submitted for the animal has been tested and
found to be a carrier of the causative mutation responsible for the
condition. This animal is heterozygous for the mutation, meaning that it has
one mutant allele and one normal allele. This animal could pass the
mutation to approximately half of its progeny.

Indicates that, based on the pedigree information supplied by the breeder of
the animal, the animal is expected to be free of the mutation responsible
for the condition but has not been tested. However, this animal has not
been tested for the causative mutation and Angus Australia gives no
guarantee as the animal’s free status.

Indicates that, based on the pedigree information supplied by the breeder of
the animal, the animal has a chance of being a carrier of the mutation
responsible for the condition but has not been tested. The higher the
indicated percentage, the larger the chance the animal may be a carrier. To
verify the status of this animal, Angus Australia recommends a test be
undertaken prior to using this animal for breeding purposes.
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EXPLANATION OF ANIMAL NAME SUFFIX

The suffix displayed at the end of each animal's name indicates
the DNA parentage verification that has been conducted by
Angus Australia.

PV : both parents have been verified by DNA
SV : the sire has been verified by DNA

DV : the dam has been verified by DNA

# : DNA verification has not been conducted

£ - DNA verification has identified that the sire and/or
dam may possibly be incorrect, but this cannot be

e

confirmed conclusively




